Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.031; wR factor = 0.078; data-to-parameter ratio = 12.8.
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Experimental
Crystal data [Co(C 5 Table 1 Hydrogen-bond geometry (Å , ). et al., 2007) .
D-HÁ
The packing in the structure involves two sets of N-H···O interactions between the amino protons of the NH 2 -quin ligand and the coordinated O atoms of the β-diketonate forming discrete dimers {N2-H2A···O2 = 2.135 (2) Å, N2-H2B···O2 2.557 (2) Å, Figure 2 & Table 2} . Similar interactions are also found in [Ni(dbm) 2 (dmae)] (dmae = dimethylaminoethylamine) and appear to be a feature of these types of compounds (Harding et al., 2009 ). In addition, there is a π-π interaction between the quinolyl rings of neighbouring NH 2 -quin ligands as shown in Figure 3 {Cg1-Cg1 i = 3.472 (2) Å where Cg1 is the centroid of the ring C11-C15,N1; i = symmetry code = -x, 1 -y, 2 -z}. The hydrogen bonds mentioned above combine with the π-π interactions to form one-dimensional chains.
Experimental
To a deep orange red solution of [Co(hfac) 2 (H 2 O) 2 ] (1.0300 g, 2 mmol) in THF (10 ml) was added 8-aminoquinoline (0.2884 g, 2 mmol) giving a red-brown solution which was stirred for 2 hr. After evaporating to low volume (ca. 2 ml), hexane (3 ml) was added giving an orange precipitate which was filtered and washed with hexanes (2×4 ml) and air dried giving orange microcrystals, 0.8794 g (71%). X-ray quality crystals were grown by layering a CH 2 Cl 2 solution with hexane (10 ml) leading to orange crystals after 2 days. IR in KBr disc ν C=O 1642 cm -1
. UV-Vis (in CH 2 Cl 2 , ε mol.dm 
Refinement
Hydrogen atoms were placed geometrically and refined with a riding model and with U iso constrained to be 1.2 (aromatic CH) or 1.5 (NH 2 ) × U eq of the carrier atom.
Two of the CF 3 groups in one of the hfac ligands were found to be disordered and were modeled by refining the fluorine atoms in two positions. SIMU and DELU restrainsts were applied resulting in an occupancy of 70/30 (2) for F1A-F3B
and 57/43 (3) for F4A-F6B.
Computing details
Data collection: APEX2 ( 
Figure 1
The molecular structure of (1) showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level.
supplementary materials
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